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DU\ BE RS P9 ALDH2 Fil CYP2E1 AP 2 B HEWFSE

ARR, ER%, B
(A KU PR KRB H A, K 410008)

[ =184 . B9 B Z88(Aldehyde dehydrogenase, ALDH) 42 % P4502E1(Cytochrome P4502E1,CYP2E1 A Z
S DU N\ BERIE R (Alcoholic liver disease, ALD)RIEER . F ik IS BEE N - FRHMER BB LA (PCR-RFLP)
TR DU A B o B4 (45 1) ALD 28 (48 1)) il TG 4R (38 1) ) AR E RS #E AT 41 (42 45 ) ALDH F1 CYP2EL %
TR B S0 3B SRR IFHEAT HLBE . 45 R : ALDH2*1 ALDH2*2 2 R BB 7EX B4l 5 ALD 4UAIEEHETR 45 ALD
M2 AT RH BE(P<0.05), ZEFBEAFN ALD 4194 ALDH2*1/1 #£ER ¥, CYP2E] 4 cl .2 BRI B EZEALD
A 53 3 HHRD A BEHER(P<005), 43#%:ALDH 55 CYP2E] EE A4S ALD f9& 4L REY), SAE ALDH2*2
FRERDUEABE R E A ALD M B N R . B(cl/c2 ) BB HERIZE ALD R PEEEBAMEM, 2 SRR ALD fik4E
X

[ 8010 WENEPEIT 70 ; SRR BRGS0 AR 2 3 PASO2EL; R 54

[hEEBEHAESHS IRSTS [ ST#kHRIREG JA [ A B 38 12007-11-14

Research on the relationship between ALDH2 and CYP2E1 gene

polymorphism and alcoholic liver disease in Han people
LENG Ai-min,et el
(Department of Gastroenterology , Xiangya Hospital,Central South University)

[ Abstract] Objective:To explore the relationship between genetic polymorphism of ALDH2 and CYP2El and alcoholic liver
disease(ALD) in Han people. Methods:PCR-RFLP was used to detect the frequencies of gene types and allele of ALDH and
CYP2E1 in health control group(45 cases),ALD group(48 cases),alcohol dependent group (38 cases) and non-ALD(NALD)
group(42 cases),and the frequencies were compared. Results:The difference of the frequencies of ALDH2*1 and ALDH2*2
had statistic significance between health control group and ALD group,and between in ALD group and NALD group(P<0.05).
ALDH2*1 was the main gene type for alcohol dependent group and ALD group. The frequency of CYP2El ¢l and ¢2 had
statistically significant difference from the orther three groups(P<0.05). Conclusion:The gene polymorphism of ALDH2 has close
relationship to the pathogenesis of ALD. ALDH*2 allele may be a negative risk factor for alcoholism and ALD in Chinese Han
people. The gene polymorphism of CYP2E1 has close relationship to the pathogenesis of ALD. The genotype of B(cl/c2)plays a
important role in the development of ALD and c2 allele is relevant to the pathogenesis of ALD.

[Key words] Alcoholic liver disease;Aldehyde dehydrogenase;Cytochrome P4502E1;Gene polymorphism

ALD BEKH KBRS LERIRE] DL 2. B2 K9 5 A, I A 26 ALDH B2 CYP2E1
BERFERENRZ, BRI ERIEIAR T2E  £5H5 ALD MBSt B 255 8 AR ER AT
., RATRFEE SR BEERE ALD MARUE NS FAEYFETENEMS T ALDH2 FICYP2EL
PAHEBEENER, ARBRETENEBEIFRNE WEER,BIEES ALD RARXR, AIEKERE
P B BRI, ALDH & CYP2EL A BIEL I ALD BIBHIA RIS,

S, AREEMEAREHEEERR, B

PR, SRR(1963- )% SR, AL, 1 M8STE
FREF 6 RN ERR

REWMB: kK L AFRA(SF B2004-40). 1.1 #BEE
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RIS PR R IR TUR, B, RN 25~80 5, 78
FEA(48.33 £14.31)% , (1R RA 23 #i, % B AP
LEREREIERE, KEETHES, EiAKEERK
DRAREEE TR . ()NG4 27 ], 36 B A Bt
B, BFFE “ALD RZBRAE"R, (3R 7
B, 3 B A BEE BT A 2B HE I SCHR3), SR B T R E
35PF HAV ~ HEV B4 JFOhRE R FRERF R ERA TR . 16
PRASEE G B B AR RORE R FIHRAE . (4) RS PR 4
24 ], 3 B ABEAEBRA , LR AR KT, R AL =
KE A B B A AR RS
12 HHRAZBF*

25 B BRI Sml, EDTA-Na2 Hi %%, 4255 S 400, 5%
B — S A B4R BUH 48 DNA, ALDH2 ) PCR [ 4% R
94°C & # Smin,94°C ,60s;50°C ,60s;72°C ,60s;35 MEIR,
72°CHEf#H 10min, 5|1 1HS B ICERA], 518 F 5 sense 5’
—-CCCTTTGGTGGCTAGAAGATG-3" , anti-sense 5 -CCACAC
TCACAGTTTCTCT TT-3, N1 & Mbo Il 37°C¥4 4k PCR ™
) 30, IEET 16% R EBERREER %k . CYP2EL B PCR L
B &A% K 94°C 7 ¥ Smin, 94°C ,505;50°C , 5053 72°C , 505335
AEIR,72C HEMH 10min, 3[%) 5 sense 5°-CCAGTC-
GAGTCTACATTGTCA-3’ ,anti-sense5 ' ~TTCATTCTGTCTTC-
TAACTGC-3’ . 7= 415 5| FRR it P 8§ Rsa [ A1 Pst [ 37°C
AL 3h, T 2% B RRMRERT K . B R R ST R

13 #itFam
SRR ERLT BN ETRR.

2.1 ALDH2 #95H $ 51

ALDH2: ¥ 3% i Bt B 96bp; Mbo 11 B Y] J5 HL 3K
H#: ALDH2*1/1 2}y 55bp 1 £, ALD112*1/2 3 65bp
1 55bp2 4547, ALDH2*2/2 41 65bp 1 457 .

ALDH2*1 %40 % R 4 32 75 {g E X BB 41 \ALD
20 FETE JC TR AR RS R 40 2 9 4 57.78%
93.75% .87.72% F1 52.38% ; ALDH2*2 % {v; 5 (R 47
REU BB D HIN 42.22% .6.25% .8.33% I
47.62% .2 7 FERTE ALD 40 S REst iR fidk
B PR PRA Z B A R BE £ 7 (p<0.05) /8
FEALD A5EHEERAZ AN G LHEER
(P>0.05), BHBFERBITRIFEIE 1,
22 CYP4500 El A B8 5 &K

PCR 7=#1K K 410 bp, 2R VIR pst I K
Rsa | BG4 AB.C 3 FRLRIEY, A BUAEPA:-4AN
F(el/el), A pst I NEAL, i Rsa 1 3 PCR =4
JHAL AR 360bp F1 50bp F Bt ;B BN A F(cl/c2),
FH Pst T 7H4kA% 290bp & 120bp FEZ, i FH Rsa I W34
£kA%, 360bp & 50bp F B ;C BUAZTERIALE T(c2/c2),
A Pst 1 1H4LAR 290bp & 120bp KB, il Rsa I Y
1t PCR 724

cl SF{HRSTR AR XT MR 40 B RS T TR
T TS G FF 7 4 F0 3 T R 96 48 43 91 4 84.78 %
51.85% .100% 1 81.25% ,c2 & i R IFRAE L b
BAAPRIH 15.22% .48.15% .0 F1 18.75% , THKE

2 & R MR 53 5 S R R X HR 4 | g T G AR B AN B
PRI LA B EE T (P<005), W TE LR 4
1 ALDH2 BEBHR(H],%)
A5 Fi% RERE
ALDH2*1/1 ALDH2*1/2 ALDH2*2/2
feERREXT R 2H 45 16(35.56) 10(22.22) 19(42.22)
ALD#H 48 35(72.92) 10(20.83) 3(6.25)
ETE TR 4E 36 27(71.05) 6(16.67) 3( 8.33)
TR A A 42 13(30.95) 9(21.43) 20(47.62)
F2 CYPEl BEXNERNEGERFE(S,%)
ms P EREE
AR B & CH
RN} BRZH 45 31(68.89) 14(31.11) 0(0.00)
ALD 48 48 4( 8.33) 42(87.50) 2(4.17)
WE T TG IR 4H 38 38(100.00) 0(0.00) 0(0.00)
SRR RS 4 42 27(64.280) 15(35.72) 0(0.00)
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570 5 R AR R A L R E B
FER(P<005), FABFFERIRFELE 2,

3 it i

ZEERAREY BRI TR
FEREHE, MmN ZEELR 2B EEKSE ALDH
R TE & ALDH2, i T ALDH2+*1 3R 531 %

A RARFE AR ALDH2*2 S5 RN, R BN A AT
SPEIERL ALDH2*1/1 ALDH2*2/2 8% ALDH2*1/2 3
FhEEF R, Yamato B 45R B, OB R B A&
F ALDH2*2/2 Z: R A H Mk 1) 2 Bk B R
4i5F ALDH2*1/1 B 19 £, R 24 & FALDH2*
12 89 3 45,487 ALDH2 #H 255 A1k
J& MR ZBEVE TR S B B AAHSCCR

BATR L P ALDH2*2 47 3 R 1L 18
T TCAT 40 (8.33% ) Fl ALD £H(6.25% ) B B A% Tt
R BRZH (42.22% ) FAETRE tE TR (47.62% ). A
ALDH2#*2/2 BEBIF/MEBEA LB RS EH 2B
e AR T 6 L B BB ZUAE SR, U ABER
REREKE, AL RS S BUER P2 M ALD, $#25
ALDH2*2 @i Fr B ik AR R ZFAE H M
ALD. ENEHES LI EER SA LKA, B
IAHK 73 ALDH2*2 TETUR ABE 2 —FhiTi by
I ALD WHRHEAREE , 46T ALDH2*20]
B ILTERE #E 1 ALD IR A

7ERFAE R E I CYP2EL SRS 35 Y14
%, CYP2E1 EALZ BERIVE FTE LR B I He
B/ BZEESHIEEN N, 7E CYP2E1RE
B 5 SRAERASX,  TRERA A Rsa | FPst 1 1Y
BRI, FEAE P AR RSS2 (] ) PR B RIS A
FHE(2), AR Acl/cl) B(cl/c2)F C(c2/c2)3 Fr
EER AR LI cl/c2 S EEH 2 BgEhE
B cl/cl FRIEEFEE T, c2/c2 FIHF cl/c2% i3
PR 2 1 Z R T cl/cl SRR ETS, SR
[FIRYSE R RN 2, B B AL RE T R AR Y

ARSI RN BB CYP2EL ) A & B BUF
C 4595 68.89% .31.11%F1 0% , BB IE ¥ AR+
DL A B, C BRI FERE T CAT R N 25 A B,
A EERERRAT , S EEES A 5IEE ABMH
o1, SRR TR M &4 5 CYP2EL REZE
T, 7E ALD 4 A B B BF C B551158.33% |
87.50% F1 4.17% , JiFH B B (cl/c2) 3 F R TE ALD
KEPREEERNIEM, Tsutsumi D FOK) —IRBF
HEEFRWER CYP2EL Y ¢2 &7 3 N SIFRAE ALD
HAHBEEGT SHMA, Bt CYP2E1 WEREE
5 ALD Wk B BH K, 2 ZHTE ALD WAk
FEEEER.
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